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YeastMed: An XML-Based System for Biological 







































•  YeastMed System.
• Architecture.







































































































































  wide  variety  of  formats  that  have  been  used  for  data 
































































































































































































































































































































































































































XPath-Element-Location, Ontology-Class-Name, Correspondence-index 
  Datatype Property Mapping: it maps an Ontology datatype property to the source schema. 
XPath-Domain-Location; XPath-value-Location, Ontology-Domain-Name; Property-Name, 
correspondence-index
  Object Property Mapping: it maps an Ontology object property to the source schema. 



































































































































“find all the bibliographic References of topoisomerase III and also all the information about the 
phosphorylation sites that contain the transcription factors of DNA Topisomerase III, and specially 




















































Involved Data Sources : SGD, Yeastract and PhosphoGrid
Group Query Mapping source
G1 Protein(P), hasBibRef(P,BR) SGD
G2 Protein(P),hasDescription(P,“DNA Topoisomerase III”) SGD
G3 Protein(P), hasSystematicName(P, SN) Yeastract
G4 Protein(P), RegulatedBy(P, TF) Yeastract
G5 TranscriptionFactor(TF), hasName(TF, Nt) Yeastract
G6 TranscriptionFactor(TF), belongsTo(TF,C) Yeastract
G7 TranscriptionFactor(TF), hasPhosphorylationSite(TF, Ph) PhosphoGrid
G8 Chromosom(C), hasName(C,”XVI”) Yeastract
G9 regulatedBy(P,TF) Yeastract
G10 hasBibRef(P,BR) SGD
G11 belongsTo(TF,C) Yeastract
G12 hasPhosphoSite(TF,Ph) PhosphoGrid
G13 Protein(P)
SGD Yeastract 
PhosphoGrid
G14 TranscriptionFactor(TF) Yeastract 
PhosphoGrid
G15 BibRef(BR) SGD
G16 Chromosome(C) Yeastract
G17 PhosphoSite(Ph) PhosphoGrid
YeastMed: SB­KOM
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YeastMed Architecture
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YeastMed: Web Interface
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Allowing a transparent and simultaneous access to several autonomous and heterogeneous 
Yeast sources;
Helping biologists to find convenient data to interpret results of their experiments;
Avoiding biologists to confront technical and structural problems in data retrieving process.
We’re working on extending the set of the integrated sources.
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Thanks
 Contact      a_briache@lcc.uma.es 
 Available soon on 
http://www.yeastmed.uma.es
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